[Molecular biological approach to impaired glucose tolerance].
It is necessary to investigate the pathophysiology of impaired glucose tolerance (IGT) because the number of patients with IGT is larger than that of non-insulin-dependent diabetes mellitus (NIDDM) and the subjects with IGT are more likely to progress to overt NIDDM than those with normal glucose tolerance. IGT is a more heterogeneous state in volving various degrees of beta-cell dysfunction and insulin resistance, compared with NIDDM, therefore the approach to the candidate genes whose mutation increases the risk of developing IGT is with difficulty. We describe the direct screening of candidate genes with molecular biological method involved in insulin action, insulin secretion, obesity and adipocyte function, and the prospect of gene targeting study than can clarify the function of a single candidate gene.